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“There is nothing like looking, if you want to find something (or 

so Thorin said to the young dwarves). You certainly usually find 

something, if you look, but it is not always quite the something you were 

after.” 
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1. Introduction 
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⇋ ΔH Eq. 1 ⇋ ΔH Eq. 2 ⇋ ΔH Eq. 3 
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