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Figure S1:
(a) Metabolic pathway analysis of EphB4 tyrosine receptor kinase shows involvement in general 
cytosol metabolism, (b) Detailed expression analysis of ephrinB2 and EphB4 in different tumor types 
(red) and controls (blue), (c) Survival probability depending on EFNB2 expression obtained from the 
Protein Atlas Dataset

Current cut off :7.33
Best expression cut off :7.33
Median expression :10.98
Median follow up time :0.94
P score 0.0040
3-year survival high 3%
3-year survival low 25%

Survival depending on EFNB2 Expression in Glioma
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Figure S2: 
(a) Blood velocity was unimpaired in the different 
groups, (b) Blood flow was unimpaired in the 
different groups.
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