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Figure S1. MALDI-TOF/MS lipid profile of intact bacterial membranes of A. baumannii (full 
m/z range). Mass spectra were acquired in negative ion mode using 9-aminoacridine as matrix. 
Bacterial membrane lipids have been analysed in intact membranes by avoiding lipid extraction and 
TLC separation steps, by following a procedure previously described in the literature that highly 
reduces the times of analyses and the possibility of introducing artifacts [25]. Mass spectrum in the 
lower panel represents the MALDI-TOF/MS lipid profile in the full m/z range 600-1500. In panel 
(A) x-axis enlargement of the m/z range 640-800 referable to the main phospholipids (PLs); in panel 
(B) x-axis enlargement of the m/z range 1100-1200 referable to the monolysocardiolipins (MLCLs); 
in panel (C) x-axis enlargement of the m/z range 1350-1450 referable to the cardiolipins (CLs). 
Peaks detected in intact membranes are the same present in the lipid extract. 
 


