Data 1. Putative falsitrons in the genomic context. Genome browser view for 100
falsitron events that were detected in long-read ONT sequencing data produced by
the Nanopore RNA Consortium and the Singapore Nanopore Expression Project
(SG-NEx). For each event, the title provides the genomic coordinates (human
genome version hg38), the gene symbol, the cell line in which the event was
detected, and the direct repeat sequence if any. Each plot includes the following
tracks: (i) reference transcript models (GENCODE v36), (i) cDNA-seq read coverage
(red), (iii) cDNA-seq sashimi plot of splice junctions, (iv) cDNA-seq transcript
annotation (StringTie), (v) dRNA-seq read coverage (green), (vi) dRNA-seq sashimi
plot of splice junctions, (vii) dRNA-seq transcript annotation (StringTie). The same
tracks are also provided for dcDNA-seq (orange) if available. The position of the
putative falsitron is highlighted in light red. For the sashimi plots, only junctions
supported by a minimum of five reads are shown. Note that 11 events were detected
in the comparison of both cDNA-seq and dcRNA-seq against dRNA-seq and are
hence depicted on the same page.
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