
Supplementary Figure 3 

Supplementary figure 3. Alignment of proteins of relapsing fever spirochetes. 
Deduced amino acid sequences of CbiA, BhCRASP-1, BpcA, HcpA, and BtcA were 
aligned using CLC Sequence Viewer, Version 8.0 (Qiagen, Aarhus). Lysine residues 
at the C-termini are highlighted in light grey.  
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