x3

/ A Bos
// x3

7 / Ovis_canadensis /

// Okapia_johnstoni

RETWil_reticulata
RET]1_reticulata
646
RETRot3_rothschildi
RET6_reticulata
ISCO3_reticulata
RETWil2_reticulata
ISC04 _reticulata
RETRotZ reticulata
RETRotl _reticulata
ISCO8_reticulata
RETS rothschildi
RET4 _reticulata
LWCO1_rothschildi
RET3_reticulata
|-4FBIH37mzh.xch[Idi
ETH2_rothschildi
ETHI_rothschildi
MF17 _rothschildi

o MFl4 rothschildi
MFIS _rothschildi
MF04 _rothschildi
MF07 _rothschildi
MFOZ _rothschildi
MF06 _rothschildi
MF13 _rothschildi
MFOI _rothschildi
MF03 _rothschildi
GNPO2_antiquorum
MFO09_rothschildi
SNR2_antiquorum
SNRI1_antiqguorum

x3

// 1000
// 1000

958

ZNPOI _antiquorum
5GNP()3 antiquorum
GNPOI _antiquorum

WAO026_peralta
XVA707J76ra/m
398

Z(mWA()Zlgueral/a
WAG623_peralta
WAG622_peralta
WA700 )_peralta
WA705J76ralta
WA720J)eralta
WA708_peralta
WAO036_peralta
SGRI12_tippelskirchi
SGR14_tippelskirchi
686
SGRO1_tippelskirchi
LVNP36_thornicrofti
LVNP35_thornicrofti
LVNP}I _thornicrofti
LVNPZ] _thornicrofti
196 LVNP20_thornicrofii
BNPO1_giraffa
— MGRO1_giraffa
{VZS _giraffa
—l 496 MTNPO2_giraffa
{MGRO4£t)affa
MGRO3_giraffa
KKRO2_giraffa
CKGRO] _angolensis
KKR04 | giraffa
KKR07Jg'na//a
CKGR037angulensis
BNP04_giraffa
KKRO1_giraffa
ENP04 _angolensis

X3 197
/L
7/

1000

715

0.005 179

1000

ENPl 7_angolensis
ENP 15_angolensis

; ENPI 1_angolensis
2/}2}7 _giraffa

= MGRO2 giraffa
MGROS5_giraffa
CKGRO5_angolensis
= MTNPO03_giraffa

= ENPO8_angolensis

Supplementary file 7. PhyML tree from the Maximum Likelihood analysis of the concatenated alignment

of 21 nuclear markers (17.275 bp) for 75 giraffes and three outgroup taxa. The bootstrap values are indicated
for each node.





