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Supplementary file 8. Comparison of mitochondrial and nuclear divergence time estimates. A. Chronogram 
inferred from the mtDNA-91T dataset using BEAST v.1.8.4 (Drummond et al. 2012). Divergence time estimates 
are reported for the nodes supported by PP  ≥ 0.95 (black circles). B. Chronogram inferred from the nuDNA-78T 
dataset using BEAST v.1.8.4 (Drummond et al.  2012). Divergence time estimates are reported for the nodes found 
in concord-ance with the mtDNA chronogram and nodes discussed in the text. In both chronograms 95 % 
confidence intervals are indicated by horizontal grey bars. 
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