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Figure S1. Raw CD KCl titration data of investigated RNAs. CD curves are colored from black

(0 mM KClI) to blue (70 mM KCI). Arrows indicate changes in the CD signatures observed at

higher KCl concentration. Endpoints of the titration mentioned in the manuscript are

marked.
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Figure S2. 15%-Native PAGE of TGFB1, MTA2 and MAPKAPK2. Without refolding (lanes 1, 3,
5) and after refolding by heating to 95 °C and rapid cooling (lanes 2, 4, 6).



