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List of siRNAs, FISH probe, antibodies, primers 

 

siRNAs 

 

siRNA Sequence Reference 

si-P23-749 AAGACAGTGATGATGAAAAGA Rao et al., 2006 

si-P23-1672 CTAATAAACTGTTGGAAGA  

si-Kif15-544 GCTCCTTTATTGAGGTCTA  

si-Kif15-2481 GCTGACAAAGAACTTTCTT  

scr AGGUAGUGUAAUCGCCUUG Naarmann et al., 2008 
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FISH probe 

 

mRNA Gene ID Binding region 

Kif15 209737 1452-1481 

 

 

 

Antibodies for Western blot (WB) and immunofluorescence staining (IF) 

 

Name Company Catalogue number Dilution 
(WB) 

Dilution 
(IF) 

VINCULIN Merck, Darmstadt, Germany V9131 1:3000  

GAPDH Abcam, Cambridge, UK 8245-100 1:5000  

P23 (JJ3) Novus Biologicals, 
Centennial, CO, USA 

NB 300-57 1:1000 1:200 

HSP90 (F-8) Santa Cruz, Dallas, TX, 
USA 

sc-13119 1:200  

KIF15 Proteintech, Rosemont, IL, 
Texas 

55407-1-AP 1:1000  

CK2A1 

 

Proteintech, Rosemont, IL, 
Texas 

10992-1-AP 1:1000  
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qPCR primer 

 

target Primer Sequence 5‘ – 3‘ Reference 

Luciferase 
firefly 

fw CCTTCCGCATAGAACTGCCT Liepelt et al., 2014 

rv GGTTGGTACTAGCAACGCAC  

Kif15 fw GACAAGGAACTTGTCACCAACCTC  

 rv CATGTCCCTCTCGATGTCCTCTG  

Kif1b fw CTTTGAGCACACTGAGATACGC  

 rv CAATAATATCTCCCAGTCCCTGAGC  

Kif13a fw CATAAAGCACAGTGATGACGAGG  

 rv CAAACTCTGGGTGAAACTCTGC  

Ndufv1 fw GCCTCCAATTTGCAGGTAGCTAT Liepelt et al., 2014 

 rv CACGCACCACAAACACATCA  

Tnf-α fw TCCCCAAAGGGATGAGAAG Liepelt et al., 2014 

 rv GCACCACTAGTTGGTTGTC  

Il-1β fw AAACCTTTGACCTGGGCTGTCCTG Liepelt et al., 2014 

 rv AGAGGATGGGCTCTTCTTC  

P23 fw CACCATGCAGCCTGCTTCTG  

 rv TCGCTTCCTCCAAGACAACTG  

Actb fw CTCTAGACTTCGAGCAGGAGATGG 
Borkham-Kamphorst 
et al., 2013 

 rv ATGCCACAGGATTCCATACCCAAGA  
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Supplementary Figure 1. Multiple repetitions of the U/G-rich motif occur in the 3’UTRs of the 
P23-interacting mRNAs.  

Colored boxes represent instances of the U/G-rich motif shown in Figure 3A, with height and color 
indicating p-value, as predicted by MAST. Only motifs with an p-value less than 0.0001 are shown 
(same settings as in MAST standard output). Ensembl gene ID and gene name are given for each 
gene. 3’UTRs are drawn to scale. 
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