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Figure S1. The overlap of deregulated miRNAs in cHL cell lines and primary HRS cells compared to NHL cell lines and
GCB cells in previously published studies and this study. Columns represent miRNA expression profiles from the partic-

ular studies. Red and green colors indicate overexpressed and downregulated miRNAs, respectively, black color repre-
sents no significant change in miRNA expression in the respective study.

Figure 3. L-428

100 106 103 085 088 0091
1 2 3 -+ - 6

—_——
83305200 || 84511680 | 91225420

Empty Empty Empty Mir 1 Mir 2 Mir 3
vector 1 ‘ vector 2 vector 3 (23a+27a)(23a+27a)(23a+27a)

075 0.73 060
106% 103% 85%
r' IDOFER 06 #5103 ' 0.85 0.88 091
1 F 4 3 4 3 & 4 L3
L-428 — - i T I 250kD
100 106 103 085 088 091 e
ommp || — | e
A20 W R G e — — Volume | 63101170 | 61201250 | 68484570 ||50209280 |/52683730 (58236750 7

(it}

50

GappH D GEED GHEED GEND GED GE_S m-P*— a7

254

Empty Empty Empty Mir 1 Mir 2 Mir 3

vector 1 vector2 vector 3 (23a+27a) (23a+27a) (23a+27a) = R

o7 075 073 0.60 062 064 20
*T. test Mir 1,2,3 < Empty vector 1,2,3 p=0.0018 100% 106% 103% 85% 88% 91% b

Figure 3. GCB6-16
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Figure S2. Uncropped Figure 3.



