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Supplementary Table 1: Bacterial strains used in the study 

Bacterial species/strains Genotype/Other information Study Designation  

A. baumannii Ab17978 Wildtype Ab17978 Wildtype or WT 
Ab17978 

A. baumannii Ab17978 ΔOmpA  ΔOmpA ΔOmpA 

A. baumannii Ab17978 ΔOmpA 
complemented strain  

ΔOmpA+OmpAAb::Flag 
(Integrated in the genome) 

ΔOmpA+OmpAAb::Flag 
 

A. baumannii Ab19606 Wildtype Ab19606 Wildtype or WT 
Ab19606 

A. baumannii Ab19606 ΔOmpA  ΔOmpA  ΔOmpA 

A. baumannii Ab5075 clinical 
isolate 

Wildtype Ab5075 Ab5075 

A. baumannii Ab17978  Wildtype Ab17978+OmpAAb::Flag 
(Integrated in the genome) 

Ab17978+OmpAAb::Flag 
 

E. coli BW25113 Wildtype E. coli E. coli 

E. coli BW25113  E. coli BW25113 + empty vector 
pWH1266 

E. coli EV 

E. coli BW25113 ΔOmpA E. coli BW25113 ΔOmpA + empty 
vector pWH1266 

E. coli ΔOmpAEC EV 

E. coli BW25113  E. coli BW25113 + OmpAAb in 
pWH1266 

E. coli OmpAAb 

E. coli BW25113 ΔOmpA E. coli BW25113 ΔOmpA + 
OmpAAb in pWH1266 

E. coli ΔOmpAEC, 

OmpAAb 
S. aureus USA300 Wildtype S. aureus USA300 S. aureus 
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