
Supplementary data  S1. List of primer pairs tested in the present study. Dir indicates the primer 
direction, F: forward and R: reverse. Homolens version is indicated by the number, and the gene 
family is given by HBG-code. https://doi.org/10.5852/ejt.2022.828.1861.7303  

 
Marker Primer Pair Dir Primer sequence Reference 
coxI LCO1490 1 F GGTCAACAAATCATAAAGATATTGG Folmer et 

al. 1994  
HCO2198 1 R TAAACTTCAGGGTGACCAAAAAATCA Folmer et 

al. 1994 
28S RD3A 2 F GACCCGTCTTGAAACACGA McCormack 

& Kelly 
2002  

RD3r 2 R TCGGAGGGAACCAGCTACTA McCormack 
& Kelly 
2002  

Por28S-
830F 

3 F CATCCGACCCGTCTTGAA Morrow et 
al. 2011  

Por28S-
1520R 

3 R GCTAGTTGATTCGGCAGGTG Morrow et 
al. 2011 

coxI I3-M11 PficCOI2f 4 F AACATGAGGGCANTGGGAGTAACT Swierts et 
al. 2017  

PorCOI2r 4 R ACTGCCCCCATNGATAAACAT Swierts et 
al. 2017 

ATP6 gene 
(mt) 

ATP6porF 5 F GTAGTCCAGGATAATTTAGG Swierts et 
al. 2017  

ATP6porR 5 R GTTAATAGACAAAATACATAAGCCTG Swierts et 
al. 2017 

ATPase β 
intron 

ATPSβ-F 6 F CGTGAGGGHAAYGATTTHTACCATGAGATGAT Swierts et 
al. 2017  

ATPSβ-R 6 R CGGGCACGGGCRCCDGGNGGTTCGTTCAT Swierts et 
al. 2017 

Homolens2-
HBG001808 

i1-F 7 F GGCCTGTCCATGACAGAYTGGCAYYT Chenuil et 
al. 2010  

i1-R2 7 R CTATGTCTATACTCCATCGTCCAGATRAACTTGAA Chenuil et 
al. 2010 

Homolens2-
HBG052978 

i5-F 8 F ACACTGCCACCCGAGTACCCNATGAARCC Chenuil et 
al. 2010  

i5-R2 8 R AGAGACAGATTTTAGTTCCCACTTCAAACCTTC Chenuil et 
al. 2010 

Homolens2-
HBG008594 

i8-F 9 F CACCACTGGTCATATGGCAYGGNATGTG Chenuil et 
al. 2010  

i8-R 9 R TGATGCAGCCCATGCTTAATGGRTTRCARCA Chenuil et 
al. 2010 

Homolens2-
HBG052978 

i9-F 10 F CTCGTCTCTCCATTTCCGGCyaycayccnga Chenuil et 
al. 2010  

i9-R 10 R CTATAGCGCCCTCTCCTTTGgtnggcatraa Chenuil et 
al. 2010 

Homolens2-
HBG040291 

i12-F 11 F GGACGACAAGAGTCTGAGGGTNTGGGARGT Chenuil et 
al. 2010  

i12-R 11 R GCATGCTGGGGTCTGCAATGtayttraartc Chenuil et 
al. 2010 

Homolens2-
HBG000163 

i15-F 12 F ACACCCTTGACGAGGGGCTGATHGARTTYGG Chenuil et 
al. 2010  

i15-R 12 R ACAGCTTGGCCAGAGTCTTCCACATNGCYTC Chenuil et 
al. 2010 

Homolens-2-
HBG004117 

i21-F 13 F AACCGGTATACAATCCTTGTGGCAARTAYATGGT Chenuil et 
al. 2010  

i21-R 13 R CCCGGGAAATCATAGCCTCCCATGACYTTCATRTA Chenuil et 
al. 2010 



Homolens3-
HBG002428 

i34-F 14 F ATGTATGTATCCACAATGATGATYTCAAARTT Chenuil et 
al. 2010  

i34-R 14 R TTCTTCATCCTTCATACTGTCCATRATNGTCAT Chenuil et 
al. 2010 

Homolens3-
HBG026608 

i46-F 15 F GAGGTGGATAAATACAGGGTGGARACNTGYTG Chenuil et 
al. 2010  

i46-R 15 R TCTCATGCTGCCCACGTAGGGARTARTARTTCT Chenuil et 
al. 2010 

Homolens3-
HBG011376 

i50-F 16 F GATGGAATCCATGTCTTGGTCAAYATGAAYGG Chenuil et 
al. 2010 

 i50-R 16 R GTAACCGAGTCGGTGATCAGGTARTCCATRAA Chenuil et 
al. 2010 

 i51-F 17, 18 F CTGATGACGCTATCGTCTTCTGTgyaayttyaayca Chenuil et 
al. 2010 

 i51-R 17 R GCAAGCTGACCTCGTCTCACAtgytcytcytt Chenuil et 
al. 2010 

 i51-R2 18 R GCAAGCTGACCTCGTCTCAcrtgytcytcytt Chenuil et 
al. 2010 

 i51-F3 19 F GATGAC GC TATTGTGTTTTGCAATTTYAAY CAGC T Chenuil et 
al. 2010 

 i51-R3 19 R ATCAGCCAGTTGTCCTCGACGAACRTGYTCYTCYT Gérard et al. 
2013 

 i51-F4 20 F GATGAC GC TATTGTGTTTTGCAAYTTYAAYCAGC T Gérard et al. 
2013 

 i51-R4 20 R ATCAGCCAGTTGTCCTCGACGAACATGYTCYTCYT Gérard et al. 
2013 

Homolens3-
HBG031768 

i53-F2 21 F ACTGTTCGAGGAGTTATGAGAAGAGGMWTGACDRT Gérard et al. 
2013 

 i53-R3 21 R TTCTTGTTGAACGCCCAAATYTTRTCCCAYTCCAT Gérard et al. 
2013 

 i53-F 22 F GTACGTGGCATCCTCAGGAGAggnatgacngt Chenuil et 
al. 2010 

 i53-R 22 R CGGTTGAAGCTCCATAGCttGtcccaytccat Chenuil et 
al. 2010 

 i56-F 23 F CATCATCTTGGTCAGAATTTCTCCaaratgttyga Chenuil et 
al. 2010 

 i56-R 23 R AACTCCCTTGAGTTCCCAAtgrttraayttcca Chenuil et 
al. 2010 

 i56-F2 24 F CATCATCTCGGTCAAAACTTCTCCAAVATGTTCRA  Gérard et al. 
2013 

 i56-R3 24 R GGCACTCCCTTCAGCTCCCAGTGRTTRWAYTTCCA Gérard et al. 
2013 

 i56-F-Spla 25 F CATCATCTTGGTCAGAATTTCTCCAAgATGTTtGA This study 
 i56-R-Spla 25 R AACTCCCTTGAGTTCCCAATGgTTgAAtTTCCA This study 
 i56-F-Gb 26, 27 F CATTGTCTTTGAGCACCCAGA Ordaz 

Németh 
2014 

 i56-R-Gb1 26 R TTCCCAATGGTTGAATTTCCAGCC Ordaz 
Németh 
2014 

 i56-R-Gb2 27 R TTGAATTTCCAGCCGGGAGAG Ordaz 
Németh 
2014 
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