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Additional file 11. Hierarchical cluster analysis and heatmap showing expression of angiogenesis-associated genes (taken 
from PANTHER pathway) in UKF-NB-2, UKF-NB-2rVCR10, or UKF-NB-2rCDDP1000 cells. Data were merged from two 
independent experiments each comparing UKF-NB-2 cells with a chemoresistant sub-line. UKF-NB-2a was analysed together 
with UKF-NB-2rVCR10. UKF-NB-2b was analysed together with UKF-NB-2rCDDP1000.


