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Figure S1  Effect of NADPH and malonyl-CoA on the thermal stability of yeast FAS. The 

thermal stability of yeast FAS in buffer P1 (100 mM sodium phosphate pH = 6.5) was 

determined by TSA on one biological sample in three technical replicates. The errors were 

smaller than 0.5 °C. (A) Thermal stability of yeast FAS before (FAS) and after addition of 1 

mM NADPH and 1 mM Mal-CoA (FAS + substr.). (B/C). Thermal stability of yeast FAS at 

different concentrations of substrates NADPH and malonyl-CoA. 
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Figure S2 CryoEM of yeast FAS. A: Typical electron micrograph recorded at 1.8 µm 

defocus shows evenly dispersed particles. B: Two-dimensional class averages display 

secondary structure features and consistent density for the PPT.  
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Figure S3 CryoEM reconstruction of yeast FAS colored by local resolution. Yeast FAS is 

shown in top view (A), side view (B) and as cross-section along the threefold axis (C). 

 
 
 

 

 

 


