X 10 OR389974 Hebius venningi
Hebius oo/l OR389975 Hebius venningi
100 KJB8B5670 Hebius venningi
KJ685679 Hebius taronensis
OK315829 Hebius nigriventer
MZ570485 Hebius septemlineatus
OK315816 Hebius bitaeniatus
MZ570490 Hebius weixiensis
KJ685673 Hebius johannis
Pl KJ685682 Hebius metusia
KJ685678 Hebius octolineatus
KJ685688 Hebius sp.
MH532291 Hebius yanbianensis
0OK315813 Hebius atemporalis
L KJ685689 Hebius craspedogaster
L og AB989302 Hebius vibakari
op- KJ685683 Hebius cf. ruthveni
MK340763 Hebius sangzhiensis
AF402905 Hebius maximus
AB989102 Hebius pryeri
AB989268 Hebius concelarus
u AB989296 Hebius ishigakiensis
KJ685687 Hebius optatum
KJ685692 Hebius popei
KJ685701 Hebius sauteri
KJ685668 Hebius khasiensis
MN788503 Hebius khasiensis
KJ685684 Hebius boulengeri
KJ685711 Hebius clerki
KJ685700 Hebius deschauenseei
OK315824 Hebius terrakarenorum
MH778702 Hebius chapaensis
OK315812 Hebius annamensis
0Q085073 Hebius youjiangensis
KJ685671 Hebius modestum
OK315825 Hebius groundwateri
OK315821 Hebius leucomystax
MK253674 Hebius andreae

3 3 & 2

74,

Amphiesma KJ685694 Amphiesma stolatum
N fo 0OK315803 Amphiesma monticola

Sahyadriophis OK315814 Sahyadriophis beddomei
0OK326949 Amphiesmoides ornaticeps

Supp. file 1. Maximum Likelihood (ML) phylogenetic tree based on the fragment of
mitochondrial Cytochrome b (cytb) gene among the genera Amphiesma, Amphiesmoides, Hebius,
Herpetoreas, and Sahyadriophis. The ultrafast bootstrap (UFB) support values are given at each
branch. https://doi.org/10.5852/ejt.2024.932.2519.11303



