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Table S1 Bacterial strains and plasmids used in this work. 
	Name
	Relevant features/Cloning strategy
	Application/Source
	Reference

	
Bacterial strains

	E. coli DH5α
	F– φ80lacZΔM15, Δ(lacZYA-argF)U169, recA1, endA1, hsdR17(rK–, mK+) phoA, supE44, λ–, thi-1 gyrA96 relA1
	Standard cloning applications
	ATCC

	M. extorquens AM1
	CmR, gram-negative, facultative methylotrophic, obligate aerobic, α‑proteobacterium 
	
	Peel and Quayle 1961

	
Plasmids

	pFS62b
	pQ2148F-zssI-ERG20-hmgs-MVA
	[bookmark: _Hlk107257374]Expression vector for M. extorquens AM1 for α‑humulene synthesis 
	Sonntag et al. 2015

	[bookmark: _Hlk100704173]pFS62b-s6
	pQ2148-s6-zssI-ERG20-hmgs-MVA
	α‑humulene synthesis under Ps6-control
	This work

	[bookmark: _Hlk100655074]pTE105_mCherry
	TetR
	mCherry expression vector for M. extorquens AM1
	Schada von Borzyskowski et al. 2015

	ppjo16
	pQ2148F-AbCAS‑ERG20F96C‑MVA, AbCAS (Zerbe et al. 2012) and ERG20F96C (Ignea et al. 2015) were codon optimized and a new RBSa was inserted. For detailed sequence information see international patent WO 2016/142503 (Schrader et al.)
	cis-abienol production plasmid
	This work

	ppjo16s1
	pQ2148F_AbCAS(mut.)_MVA(mut.)
	Isolated from ppjo16-suppressor mutant
	This work

	ppjo16s3
	pQ2148F_AbCAS_ERG20F96C_MVA
	Isolated from ppjo16-suppressor mutant
	This work

	ppjo16s4
	pQ2148F_AbCAS(mut.)
	Isolated from ppjo16-suppressor mutant
	This work

	ppjo16s6
	pQ2148F_AbCAS_ERG20F96C_MVA (mutated PQ2148)
	Isolated from ppjo16-suppressor mutant
	This work

	ppjo16L1
	pQ2148F_AbCAS(mut.)_ERG20F96C
(mut.)_MVA
	Isolated from ppjo16-suppressor mutant
	This work

	pQ2148
	PQ2148, TetR, oriT, pBR322ori
	Expression vector for M. extorquens harboring cumate inducible promoter 
	Kaczmarczyk et al. 2013

	pQ2148F
	pQ2148 with adapted multiple cloning site, TetR, oriT, pBR322ori
	Expression vector for M. extorquens harboring cumate inducible promoter 
	Sonntag et al. 2015

	pQ2148_mCherry
	PQ2148, mCherry, TetR, oriT, pBR322ori
	mCherry reporter plasmid for PQ2148 
	This work

	pQ2148-s6_mCherry
	Ps6, mCherry, TetR, oriT, pBR322ori
	mCherry reporter plasmid for Ps6
	This work

	
	
	
	

	pQ2148L_mCherry
	PQ2148, mCherry, TetR, oriT, pBR322ori, contains linker region of pQ2148-lux (Kaczmarczyk et al. 2013)
	mCherry reporter plasmid for PQ2148 with same GOI-upstream sequence like pQ2148-lux (Kaczmarczyk et al. 2013)
	This work

	pQ2148L-s6_mCherry
	Ps6, mCherry, TetR, oriT, pBR322ori, contains linker region of pQ2148-lux (Kaczmarczyk et al. 2013)
	mCherry reporter plasmid for Ps6 with same GOI-upstream sequence like pQ2148-lux (Kaczmarczyk et al. 2013)
	This work


a Optimization of RBS sequences was done with the RBS Calculator (Salis 2011)

Table S2 Oligonucleotides used in this studya. 
	EGe119

	ACAATCTGGTCTGTTTGTAACTAGTATGGTGAGCAAGGGCGAG
	Construction of pQ2148F_mCherry and pQ2148F-s6_mCherry

	EGe121
	TTGTAAAACGACGGCCAGTGAATTCTTACTTGTACAGCTCGTCCATGCC
	

	LPoe1
	AGCCTGAATTCGGATCCTGCAGGTACCGGGATCCGGCCCTCTAGTTACAAACAGACCAGATTGTCTGTTTGTTGTGGCGCGCTTCTAC
	Construction of pQ2148_mCherry and pQ2148-s6_mCherry

	LPoe2
	CATGGACGAGCTGTACAAGTAAGAATTCACTGGCCGTCGTTTTACAACGTCGTGACTGG
	

	LPoe3
	CGGTACCTGCAGGATCCGAATTCAGGCTTGGAGGATACGTATGGTGAGCAAGGGCGAGG
	

	LPoe4
	GTAAAACGACGGCCAGTGAATTCTTACTT
	

	LPoe5
	GTATCATGAGCGGATACATACTGGTCTGTTTGTACAGCATTGACG
	

	LPoe6
	TATGTATCCGCTCATGATACAATAACCCTGATGC
	

	LPoe7
	GCCTCGCGCGGGATTTTCTT
	

	LPoe8
	CTGTTCACCACGCGCAACAAG
	

	PJo113
	TTCGGCGACATGATGAC
	Sequencing of constructs


a For oligonucleotides and PCR templates used for construction of ppjo16, see international patent WO 2016/142503 (Schrader et al.)


[image: Ein Bild, das Text, Screenshot, Diagramm, Reihe enthält.

Automatisch generierte Beschreibung]
[bookmark: _Hlk107183152]Fig. S1 Tolerance of M. extorquens AM1 towards cis-abienol. Maximum growth rates (μmax) in medium without cis-abienol were compared to growth rates (μ) with different cis-abienol concentrations dissolved in aqueous phase. Three to four independent replicates were measured. Error bars represent standard deviations
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