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Figure S5. MRB8170 and MRB4160 binding to minimally-edited transcripts
Genomic browser snapshot of mapped iCLAP-tags and RNA-seq reads to COX2, MURF2 and CYB

transcripts. Labeled as in Figure S3. The genome browser snapshots depicted the binding of proteins
over the entire pre-edited COX2, MURF2 and CYB transcripts.
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