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Table S1 iTRAQ ratio of downregulated proteins in the microsomal and soluble fraction 

according to  8. 

 

 
Microsomal fraction Soluble fraction 

Description 
MM6 
ΔUPF1/ 
MM6 

MM6 diff 
Δ UPF1/ 
MM6 diff 

MM6 
ΔUPF1/ 
MM6 

MM6 diff 
Δ UPF1/ 
MM6 diff 

40S ribosomal protein S14 [RPS14] 0,28 0,90 0,88 1,04 

THO complex subunit 4 [THOC4] 0,56 0,75 1,07 0,97 

14-3-3 protein gamma [1433G] 0,58 1,29 1,01 0,92 

Fumarylacetoacetase  [FAAA] 0,57 1,15 0,91 0,93 

S100A9 [S10A9] 0,49 1,35 1,08 1,34 

High mobility group protein B2 [HMGB2] 0,52 1,10 1,09 0,93 

14-3-3 protein theta [1433T] 0,60 1,07 0,85 1,12 

Activated RNA polymerase II transcriptional coactivator 
p15 [TCP4] 

0,59 1,05 0,95 0,99 

Cell division control protein 42 homolog [CDC42] 0,53 1,01 0,96 1,01 
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Figure S1 qRT-PCR analysis of UPF1 and hnRNP E2 mRNA expression in HeLa cells with 

and without knockdown of (A) UPF1 or (B) hnRNP E2 (24h). The relative changes to control 

(set as 1) are given as the mean + SEM of three independent experiments. Western blot 

analysis of UPF1 and hnRNP E2 expression in HeLa cells with and without knockdown of (C) 

UPF1 or (D) hnRNP E2 (24h). The relative changes to control (set as 1) are given as the 

mean + SEM of three independent experiments, *p < 0.05, **p < 0.01. 
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Figure S2 Luciferase reporter gene assay with S100A9 and S100A9Δint reporter plasmids. 

HeLa cells were transiently transfected with the indicated reporter plasmids. After 24 h, 

reporter gene activity was determined and normalized for transfection efficiency using the 

Dual-GloTM luciferase assay system. The relative changes in reporter gene activity are given 

as the mean + SEM of minimum three independent experiments; t-test, ***p < 0.001. 
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Figure S3 qRT-PCR analysis of miRNA-328 expression in 1 day differentiated and 

undifferentiated MM6 and ∆UPF1 MM6 cells. The relative changes to undifferentiated control 

are given as the mean + SEM of three independent experiments. 
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Figure S4 

 

 

Figure S4 Quantification of miRNA-328 knockdown efficiency using qRT-PCR analysis. 

miRNA-328 knockdown was generated using a specific siRNA against pre-miR-328 in 4 days 

differentiated MM6 cells. The relative changes to control are given as the mean + SEM of 

four independent experiments; t-test **p < 0.01. 

 

 


