Fungi indirectly affect plant root architecture by modulating soil volatile organic compounds
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Figure S1. Phylogenetic tree of Fusarium strains used in this study and reference strains.

Phylogenetic tree of 27 Fusarium strains (Table 1) and reference strains (FUSARIUM-ID database (Geiser et al., 2004)) based on partial
tef-1a sequences. Numbers at nodes indicates bootstrap values (1000 replications)



