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Suppl. Fig.1

Pimozide decreases the levels of the mitochondrial proteins Mfn2 and COXIV in Atg5+/+ and
Atg7+/+ cells . STF-26647 decreases levels of COXIV, but not of Mfn2 in Atg5+/+ cells, whereas
STF-26647 does not decrease levels of COXIV or Mfn2 in Atg7+/+ cells. ATG5** and ATG7*"* MEFs
were transiently transfected with mCherry-Parkin followed by treatment with 10 uM FCCP, 10 uM
pimozide or 10 uM STF-62247 for the indicated time points followed by Western blotting with vinculin as
loading control. Uncropped blots are shown in Suppl. Fig. 13. Mfn2 = mitofusin-2

FCCP [h]
PIMO [h]
STF [h]
Mfn2

mCherry-
Parkin

LC3B

COX-IV

Vinculin

ATGT7+*
mCherry-Parkin

0 8 24 0 0 0 0

0 0 0 8 24 0 0

0 24

0 0 0 0 8
=

— 100 kDa
— 70 kDa
S — — e —
i % l15kDa
£

— 70 kDa

ATG5**
mCherry-Parkin

0 0 0
0 0 0
0 8 24

— 100 kDa
— 70 kDa

" 100 kDa

— 15 kDa

— 15 kDa

— 100 kDa

— 70 kDa




Suppl. Fig.2

STF-26647 and pimozide do not induce selective autophagy of MG-132-induced aggregates.
ATG5+/+ and ATG5-/- MEFs were pre-treated with rapamycin (7.5 uM), STF or PIMO at the indicated
concentrations for two hours prior to treatment with MG-132 (3 uM) and the compounds for 18 hours
followed by Western Blotting with GAPDH as loading control. Uncropped blots are shown in Suppl. Fig.
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Figure 1A/B: original blots in different exposures
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Figure 1C: original blots in different exposures
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Figure 1C: original blots in different exposures Suppl. Fig. 5
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Figure 1C: original blots in different exposures Suppl. Fig. 6
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Figure 1D/E: original blots in different exposures Suppl. Fig. 7

Marked samples are part of the present study.
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Figure 3A/B/C/D: original blots in different exposures Suppl. Fig. 8

Marked samples are part of the present study.
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Figure 7A: original blots in different exposures Suppl. Fig. 9

(1) GAPDH (2) GAPDH

(3) RFP

(5) RFP (6) ATG5

(4) RFP, ATG5




Figure 7C: original blots in different exposures Suppl. Fig. 10

Marked samples are part of the present study. Lysates were loaded onto two different gels (#1 and #2).
#1 and #2 indicates which proteins were detected from the respective gel.

(1) GAPDH (#1), GAPDH (#2)

(2) Mitofusin-2 (#1), GAPDH (#1), GAPDH (#2)




Figure 7C: original blots in different exposures Suppl. Fig. 11

Marked samples are part of the present study. Lysates were loaded onto two different gels (#1 and #2).
#1 and #2 indicates which proteins were detected from the respective gel.

(3) Mitofusin-2 (#1), GAPDH (#1), GAPDH (#2)




Figure 7C: original blots in different exposures

Suppl. Fig. 12

Marked samples are part of the present study. Lysates were loaded onto two different gels (#1 and #2).
#1 and #2 indicates which proteins were detected from the respective gel.

(4) COX-IV (#1)

(7) COX-IV (#1), RFP (#2), ATG5 (#2)

(5) LC3B (#2)

(6) LC3B (#2)




Suppl. Fig. 1: original blots in different exposures

Marked samples are part of the present study.
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Suppl. Fig. 2: original blots in different exposures Suppl. Fig.14

(1) FK2 (total ubiquitin)

(2) GAPDH




