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Table S3: Overview over divergence timings for different splits calculated using  

BEAST v. 1.8.0 on the CO1 data using the molecular clock rate of 3.54% myr-1 as 

suggested by Papadopoulou et al. (2010). The population from the Cantabrian 

Mountains were paraphyletic (see Fig. S6 below). 

Split Time [myr BP] 
95% HPD interval 

[myr BP] 

MRCA 0.9247 1.5288 – 0.4254 

Massif Central / Black Forest 0.2102 0.3802 – 0.0724 

Iberian Peninsula 1 0.209 0.3712 – 0.0747 

Iberian Peninsula 2 0.1498 0.2387 – 0.0475 



 

 

 

Figure S3: Phylogenetic tree with divergence dates (incl. 95% HPD intervals) 

calculated with  BEAST v. 1.8.0 on the CO1 data. A molecular clock rate of 3.54% 

myr-1 was applied as suggested by Papadopoulou et al. (2010). Colours refer to the 

respective regions. 
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