Descriptions of Additional Supplementary Files

Supplementary Data 1. Gene transcripts differentially regulated (mMRNA abundance)
between T-ALL and B-ALL cell lines based on data derived from GDSC, CCLE, or CTRP.

Supplementary Data 2. Pathway analysis using the PANTHER database to identify
differentially regulated processes based on genes differentially regulated between B-ALL and
T-ALL cell lines in the CTRP, CCLE, and GDSC.

Supplementary Data 3. Genes whose expression is directly or inversely correlated with the
nelarabine AUC based on CTRP data.

Supplementary Data 4. Genes whose expression is directly or inversely correlated with the
nelarabine AUC based on CTRP data.

Supplementary Data 5. Data underlying graphs.



