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Suppl. Table 1: 2hJNN coupling constants for the base pairs in SL5a. The coupling constants were derived at 283 K from 2D BEST-TROSY-HNN-COSY spectra.
	base pair
	2hJNN coupling constant

	G188-C218
	5.9 Hz

	G189-C217
	6.1 Hz

	C190-G216
	6.0 Hz

	U191-A215
	6.4 Hz

	G192-C214
	5.9 Hz

	C193-G213
	6.0 Hz

	A196-U209
	6.4 Hz

	G198-C207
	6.1 Hz
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Suppl. Figure 1: A Secondary structure of SCoV-2 SL5 with the Nsp1 coding region highlighted in orange. B Secondary structure of the 14 nt RNA with 5’-cUUCGg-3’ tetraloop (Fürtig et al. 2004; Nozinovic et al. 2010). 
[bookmark: _GoBack][image: H:\journals\Springer\space\12104\10007\Stage300\Upload\Publisher\12104_2021_10007_MOESM2_ESM.tif]
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