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Figure S1: MMPs have to be activated by APMA for efficient proteolytic cleavage of 
COMP. COMP was incubated with activated or non-activated MMP for different time 
points. Efficient cleavage is indicated by a reduction of signal intensity and, in some 
cases, a shift towards a smaller size compared to the full-length protein without MMP 
(no MMP). Cleavage was observed with activated MMPs only. 
 



 
 
Figure S2: Sequence alignment of COMP and TSP-4. Red amino acids are 
conserved, blue indicates differences in sequence. 

Sequence ID Start Alignment End Organism

1 97190085080075070065060055050045040035030025020015010050

EAW95841.1 (+) 1 961 Homo sapiens
AAI25093.1 (+) 1 757 Homo sapiens

NCBI Multiple Sequence Alignment Viewer, Version 1.22.0

EAW95841.1 = Thrombospondin-4

AAI25093.1 = COMP


