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Model Focus !dvantages & limitations
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𝑉 =  𝜋6  × 𝐷12 ×  𝐷2
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in ! (Mean ± SD of ≥ 5 tumours of each genotype). 















ed on histological sections (Mean ± SD of ≥ 16 tumours per 

ed based on visual inspection (Mean ± SD of ≥ 8 tumours per genotype, * = p < 0.05).





considered stromal areas and Zeb1 expression in these areas was quantified using Cell Profiler software (Mean ± SD of ≥ 9 

of ≥ 5 tumours per genotype). 4 Tumours per genotype were excluded from size estimation 



Immunohistochemically stained FFPE sections were quantified by ImageScope software (Mean ± SD of ≥ 9 

using Cell Profiler software (Mean ± SD of ≥ 9 tumours per genotype, * = p < 0.05).



(Mean ± SD of ≥ 8 mice per genotype).













ed by histological sections (Mean ± SD of ≥ 

tions (Fractions ≥ 10 tumours per genotype). 
and percentage of positive cells was estimated by visual inspection (Mean ± SD of ≥ 7 tumours pe





, Mean ± SD of ≥ 8 tumours per genotype). For tumour 



ftware (Mean ± SD of ≥ 11 tumours per genotype, * = p < 0.05). 

ed using cell profiler software (Mean ± SD of ≥ 11 mice per genotype). 



accumulations in representative slides of the liver (Means of ≥ 9 mice per genotype).





sed on serial histological sections of the tumours (Mean ± SD of ≥ 6 

ImageScope software (Mean ± SD of ≥ 10 tumours per genotype, * = p < 0.0



≥ 2 control tumours & ≥ 

histological sections (Mean ± SD of ≥ 2 control tumours & ≥ 8 experimental tumours per genotype). !ll data in this fig
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Y!P triggers the Wnt/β



During mitosis ZEB1 “switches” from being a chromatin
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TGFβ attenuates tumour response to PD
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! ‘‘Twist box’’ Code
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ZEB proteins in the regulation of the TGFβ/BMP signaling pathway. 
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!denocarcinoma, and Barrett’s Epithelium. 
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!utophagy in PDGFRα+ mesenchymal cells is essential for intestinal stem cell 



α

‑







β
















