
Supporting Information1– Supplemental figures

Figure S1.1. Extended haplotype networksforall species, forwhich sequences fromthe transitionzone
(as defined in Fig. 1 of the main manuscript) existed. The grey boxes indicate species withhigh
differentiationbetween North and Baltic Sea populations,which allowed the inference of the
phylogeographicbreak between these lineages. Abbreviations as in Tab. 1 of the mainarticle.



Figure S1.2. Estimates of Tajimaʼs D. Grey: Tajimaʼs D not significantlydifferentfromzero foreither
population,black: Tajimaʼs D significantly different fromzero in the North Sea population,white: Tajimaʼs
D significantly differentfromzero in the Baltic Sea population,and thick black circles: bothpopulations
significantly different fromzero.


